depends on the stage of the spermatogenic cycle.
A number of important issues remain to be investigated concerning the role of the Rhox gene cluster. Since the Rhox gene cluster is also highly expressed in ovary, it remains to be explored what role Rhox genes exert in female gametogenesis. Further, given that the expression of genes in the Rhox cluster is strikingly high in the placenta, it will also be of interest to determine the importance of Rhox transcription factors in the development of this unique tissue. One of the most pressing questions lies in the mechanism by which Rhox proteins can regulate fertility. Tantalizing is the observation made by the authors: they point out that the four key homeodomain residues that make basespecific contacts with DNA are highly variable in different Rhox proteins; also, they tend to differ from the amino acids found at these positions in other homeodomain proteins. This may indicate a unique DNA sequence binding specificity of Rhox proteins and/or the ability to bind an exclusive set of targets. These represent exciting avenues to pursue in future studies. The discovery of the novel Rhox homeobox gene cluster constitutes an exciting development that will undoubtedly provide important insight into the mechanisms regulating male and female fertility. 
